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Brbelc_XP_019641968.1_PREDICTED_protein_dimmed-like_[Branchiostoma_belcheri]

Brbelc_XP_019639589.1_PREDICTED_neurogenic_differentiation_factor_1-like_isoform_X1_[Branchiostoma_belcheri]

Sakowa_NP_001161600.1_neurogenin_transcription_factor_[Saccoglossus_kowalevskii]

Stpurp_XP_787068.1_pancreas_transcription_factor_1_subunit_alpha_[Strongylocentrotus_purpuratus]

Hosapi_NP_835455.1_pancreas_transcription_factor_1_subunit_alpha_[Homo_sapiens]

Stpurp_XP_030835069.1_protein_atonal_homolog_7-like_[Strongylocentrotus_purpuratus]

Harore.CG.MTP2014.S5.g08306.01.p

Xetrop_NP_001072486.1_neurogenic_differentiation_factor_2_[Xenopus_tropicalis]

Xetrop_XP_002935814.2_neurogenin-3_[Xenopus_tropicalis]

Sccani_XP_038648988.1_protein_atonal_homolog_1a_[Scyliorhinus_canicula]

Hosapi_NP_803238.1_class_A_basic_helix-loop-helix_protein_15_[Homo_sapiens]

Hosapi_NP_073565.2_neurogenic_differentiation_factor_6_[Homo_sapiens]

Sakowa_XP_002738800.1_PREDICTED_protein_dimmed-like_[Saccoglossus_kowalevskii]

Stpurp_XP_030848447.1_uncharacterized_protein_LOC582139_[Strongylocentrotus_purpuratus]

Dareri_NP_571166.2_protein_atonal_homolog_1_[Danio_rerio]

Xetrop_XP_002933181.5_pancreas_transcription_factor_1_subunit_alpha_[Xenopus_tropicalis]

Phmamm_gi|1834493723|emb|CAB3264301.1|MTP2014.S229.g05747|_Neurogenin_[Phallusia_mammillata]

Xetrop_NP_001090868.1_neurogenic_differentiation_factor_1_[Xenopus_tropicalis]

Dareri_NP_571116.1_neurogenin-1_[Danio_rerio]

Pemari_XP_032834083.1_class_A_basic_helix-loop-helix_protein_15-like_[Petromyzon_marinus]

Hosapi_XP_016871769.1_neurogenin-3_isoform_X1_[Homo_sapiens]

Dareri_NP_955808.1_oligodendrocyte_transcription_factor_4_[Danio_rerio]

Brbelc_XP_019628807.1_PREDICTED_neurogenic_differentiation_factor_1-like_[Branchiostoma_belcheri]

Xetrop_XP_002937330.2_protein_atonal_homolog_8_[Xenopus_tropicalis]

Hosapi_NP_002491.3_neurogenic_differentiation_factor_1_[Homo_sapiens]

Dareri_NP_001071120.1_class_A_basic_helix-loop-helix_protein_15_[Danio_rerio]

Dareri_NP_001122151.1_atonal_bHLH_transcription_factor_1b_[Danio_rerio]

Hosapi_NP_006152.2_neurogenin-1_[Homo_sapiens]

Phmamm.CG.MTP2014.S476.g09173.01.p

Phmamm.CG.MTP2014.S270.g06462.01.p

Ciinte_XP_002122506.1_uncharacterized_protein_LOC778686_[Ciona_intestinalis]

Harore.CG.MTP2014.S140.g04435.01.p

Sakowa_XP_006822740.1_PREDICTED_class_A_basic_helix-loop-helix_protein_15-like_[Saccoglossus_kowalevskii]

Xetrop_NP_001116895.1_neurogenin-1_[Xenopus_tropicalis]

Pemari_XP_032806054.1_protein_atonal_homolog_1-like_[Petromyzon_marinus]

Pemari_XP_032802247.1_neurogenic_differentiation_factor_1_[Petromyzon_marinus]

Sccani_XP_038665750.1_neurogenic_differentiation_factor_6-A_[Scyliorhinus_canicula]

Xetrop_XP_004911142.1_protein_atonal_homolog_1_[Xenopus_tropicalis]

Pemari_XP_032825193.1_neurogenin-2_[Petromyzon_marinus]

Sccani_XP_038659242.1_class_E_basic_helix-loop-helix_protein_23_[Scyliorhinus_canicula]

Hosapi_NP_076924.1_neurogenin-2_[Homo_sapiens]

Sccani_XP_038635254.1_neurogenic_differentiation_factor_2_[Scyliorhinus_canicula]

Hosapi_NP_005163.1_protein_atonal_homolog_1_[Homo_sapiens]

Brbelc_XP_019619931.1_PREDICTED_protein_atonal_homolog_8-like_isoform_X1_[Branchiostoma_belcheri]

Brbelc_XP_019635448.1_PREDICTED_neurogenin-1-like_[Branchiostoma_belcheri]

Sakowa_XP_002737163.1_PREDICTED_neurogenic_differentiation_factor_1-like_[Saccoglossus_kowalevskii]

Dareri_NP_571157.1_neurogenic_differentiation_factor_2_[Danio_rerio]

Stpurp_XP_030846597.1_neurogenic_differentiation_factor_4_[Strongylocentrotus_purpuratus]
Sakowa_XP_002741053.1_PREDICTED_neurogenic_differentiation_factor_1-like_[Saccoglossus_kowalevskii]

Brlanc.BLAG15000023_BL10581
Harore.CG.MTP2014.S33.g06691.01.p

Stpurp_XP_003728087.2_neurogenin-2_[Strongylocentrotus_purpuratus]

Sccani_XP_038651764.1_neurogenin-1_[Scyliorhinus_canicula]

Moocci.CG.ELv1_2.S647877.g29858.01.p

Dareri_NP_997524.1_pancreas_transcription_factor_1_subunit_alpha_[Danio_rerio]

Harore.CG.MTP2014.S5.g02224.01.p

Hosapi_XP_011531441.1_protein_atonal_homolog_8_isoform_X1_[Homo_sapiens]

Harore.CG.MTP2014.S153.g02308.01.p

Dareri_NP_001296772.1_neurogenic_differentiation_factor_6-B_isoform_1_[Danio_rerio]

Moocci.CG.ELv1_2.S364652.g10150.01.p

Brbelc_XP_019630506.1_PREDICTED_pancreas_transcription_factor_1_subunit_alpha-like_[Branchiostoma_belcheri]

Brlanc.Atonal_BLAG15000603

Xetrop_XP_017952828.2_class_A_basic_helix-loop-helix_protein_15_[Xenopus_tropicalis]

Sccani_XP_038649396.1_protein_atonal_homolog_1-like_[Scyliorhinus_canicula]

Hosapi_NP_542173.2_class_E_basic_helix-loop-helix_protein_23_[Homo_sapiens]

Pemari_XP_032824905.1_protein_atonal_homolog_8_[Petromyzon_marinus]

Sccani_XP_038645181.1_neurogenic_differentiation_factor_1_[Scyliorhinus_canicula]

Xetrop_XP_012822645.1_protein_atonal_homolog_7_[Xenopus_tropicalis]

Xetrop_XP_002934289.2_neurogenin-2_[Xenopus_tropicalis]

Moocci.CG.ELv1_2.S198297.g04105.02.p

Hosapi_NP_006151.3_neurogenic_differentiation_factor_2_[Homo_sapiens]

Brbelc_XP_019645098.1_PREDICTED_class_E_basic_helix-loop-helix_protein_23-like_[Branchiostoma_belcheri]

Dareri_XP_017209288.1_neurogenic_differentiation_factor_6-A_isoform_X1_[Danio_rerio]

Sccani_XP_038649239.1_protein_atonal_homolog_8_[Scyliorhinus_canicula]

Dareri_NP_739568.2_neurogenic_differentiation_factor_4_[Danio_rerio]

Dareri_NP_001073460.2_protein_atonal_homolog_8_[Danio_rerio]

Pemari_XP_032821678.1_neurogenic_differentiation_factor_2-like_isoform_X2_[Petromyzon_marinus]

Harore.CG.MTP2014.S78.g10670.01.p

Sccani_XP_038648984.1_neurogenin-2-like_[Scyliorhinus_canicula]

Sccani_XP_038678251.1_protein_atonal_homolog_7-like_[Scyliorhinus_canicula]

Ciinte_NP_001071763.1_transcription_factor_protein_[Ciona_intestinalis]

Dareri_NP_571053.1_neurogenic_differentiation_factor_1_[Danio_rerio]

Sccani_XP_038652347.1_pancreas_transcription_factor_1_subunit_alpha_[Scyliorhinus_canicula]

Dareri_NP_571707.1_protein_atonal_homolog_7_[Danio_rerio]

Moocci.CG.ELv1_2.S264788.g06238.01.p

Brbelc_XP_019623362.1_PREDICTED_oligodendrocyte_transcription_factor_2-like_[Branchiostoma_belcheri]

Phmamm_gi|1834491845|emb|CAB3263362.1|MTP2014.S497.g09451.02|_uncharacterized_protein_LOC778686_[Phallusia_mammillata]

Pemari_XP_032821677.1_protein_dimmed-like_isoform_X1_[Petromyzon_marinus]

Hosapi_NP_067014.2_neurogenic_differentiation_factor_4_[Homo_sapiens]

Dareri_XP_021336166.1_neurogenin_3_isoform_X1_[Danio_rerio]

Pemari_XP_032806052.1_protein_atonal_homolog_7-B-like_[Petromyzon_marinus]

Sakowa_NP_001158399.1_oligodendrocyte_transcription_factor_[Saccoglossus_kowalevskii]

Dareri_XP_021336148.1_protein_atonal_homolog_7_[Danio_rerio]

Hosapi_NP_660161.1_protein_atonal_homolog_7_[Homo_sapiens]

Xetrop_NP_001072273.1_neurogenic_differentiation_factor_6_[Xenopus_tropicalis]

Ciinte_XP_002124707.3_protein_lyl-1_[Ciona_intestinalis]

Pemari_XP_032807768.1_neurogenic_differentiation_factor_1-like_[Petromyzon_marinus]

Xetrop_NP_001124513.1_neurogenic_differentiation_factor_4_[Xenopus_tropicalis]

Stpurp_XP_030840864.1_class_A_basic_helix-loop-helix_protein_15_[Strongylocentrotus_purpuratus]

Ciinte_NP_001071999.1_transcription_factor_protein_[Ciona_intestinalis]
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